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end
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0.1050741.281
0.06925223238
0.0642596187
0.53208594742
0.2070945987
0.1534232030
03476775707
0.4059111658
0.1245147233
016430442592
-0.0007113784
0.5229219727
06644014384
0.7200007906
0.65918304141
-0.071617e4440
0.0364846205
0.07 74379315
0.0162210218
0.05849277013
0.0122903658

MDA TN

length
25332
25205
25141
25049
24674
1395
1392
1389
24523
24474
24464
24440
1364
1355
1337
1298
24088
70774
24176
1286
240497
70623

TANIC

count

ratio
0,013
0,004
0.003
0.003
0.284
0.176
0167
0.125
0.010
0,005
0.007
0.005
0.556
0,600
0.500
0.750
0,013
0.001
0,004
0.091
0,042

0.001

)
oA



AT AEAIFEFE

ARHE&RERY

R UIRBIRE

0.754

0.50

eq

E

0.254

0.004

0e+00

18407

start

2e+07

ratio
0.00

025
0.50
e 075
* 1.00






REFFEREERF

> 1.R B— M BEFRIT e EAFEIINEERII GRS | RHEFTE=H5%
= RKEFFHITFEZAY Ross lhaka ] Robert Gentleman £[E6l37 , oJgEEE
NRABEFEEERTUFIYRIES.

2RIEER—IIFINES | REMARETEMHRIEES. RESHE ISR
FEMFERAVTRRE  BIERESHENEEFRFERAXETTER
20, MUAlLMAEHERARSE. RAENSH. SHRA0EERE,

Excel 2ULEEEXLF




Excel Rl S RAVER T

numbers of figure published

. in Nature Methods in the year 2013

WHY NOT USE BOXPLOT!

..
barpiot boxplot

nature methods

Access provided by Shanghai Institutes for Biological Sciences, CAS

EN ] Altmetric: 147 Citations: 125 More detail »

Correspondence

BoxPlotR: a web tool for generation of box
plots

Michaela Spitzer, Jan Wildenhain, Juri Rappsill:rerm & Mike Tyers =

Visualizing samples with
box plots

Use box plots to illustrate the spread and
differences of samples.

Visualization methods enhance our understanding of sample data
and help us make comparisons across samples. Box plots are a sim-
ple but powerful graphing tool that can be used in place of histo-
grams to address both goals. Whereas histograms require a sample
size of at least 30 to be useful, box plots require a sample size of only
5, provide more detail in the tails of the distribution and are more
readily compared across three or more samples. Several enhance-
ments to the basic box plot can render it even more informative.

d Population distribution b Construction of a box plot
m Sample, n=20¢ mwo ®oo co®m o o o0 o
I 1.5x IOR QR 15x IQR

Q1m03 Whiskers Outliers

o S R

MNotch

’—D:]—{ du{n o
95% Clfor m

m =158 x IQRAR

-2 -1 0 1 2

http://shiny.chemgrid.org/boxplotr/
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R¥IRstudioA=—[O]EE
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https://www.r-project.org/

Rstudio@ S UABRIMET Z—

https://www.rstudio.com/
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RstudioR @l

) Rstudio
Ele Edit Code View Plots Session Build Debug Profile Tocls Help
QO - Oyl ~ Addins -

pos ©FITERR - @] ggplot2.Rmd @ ggplotzR

Console  Terminal

ZITRBGREA

=0

Environment | History ~Connections

¥

Viewer

3 # Import Dataset ~

7l Global Environment ~

Files Plots Packages Help
= Export -

- = X

1 Project: (None) -

=0
List +

=0




RstudioR @l

) Rstudio - *
Ele Edit Code View Plots Session Build Debug Profile Tocls Help
o .| SR Sl ~ Addins ~ R Project: (None) -
pos O FITER.R @ ggplot2.Rmd @ ggplot2 R =0 Environment  History ~ Connections =Q_
[] Source on Save L - +Run | o= Source = g # Import Dataset = & List +
7l Global Environment ~
2 =] >
TENHFICR
Files Plots Packages Help Viewer =0

= Export -

1:13 (Top Level) & R Seript &

Console  Terminal =0
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RstudioR @l

() Rstudio - = %
Ele Edit Code View Plots Session Build Debug Profile Tocls Help
S | OR | e ~ Addins - R Project: (Mone) =
pos < | ©FITERR » | @ ggplotzRmd » @ ggplot2R [T Environment History ~Connections =0
[] Source on Save L - +Run | o= Source = g # Import Dataset = & List +

7} Global Environment v

Files Plots Packages Help Viewer =

= Export -

1:13 (Top Level) & R Seript &

Console  Terminal =0
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RstudioR @l

) Rstudio
Ele Edit Code View Plots Session Build Debug Profile Tocls Help
(LR (= ~ Addins -
pos ©FITERR - @] ggplot2.Rmd @ ggplotzR [T Environment History ~Connections

[] Source on Save L - +Run | o= Source = g # Import Dataset = &

7} Global Environment v

Files Plots Packages Help Viewer

= Export -

113 [Top Level) * R Seript =

Console  Terminal =0

BEERETX

w© = X

1 Project: (None) -

=0
List +

=0
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WIS\ 53

df <- read.csv(file = "dataset.csv", header = TRUE)

read.takle (file, header = FALSE, sep = "", guote = "\m'm
dec = ", ", numerals = c("allow.lo=ss", "warn.loss", "no.loss"),
row.names, col.names, as.is = !stringsAsFactors,
na.strings = "HA", colClasses = HNA, nrows = -1,
skip = 0, check.names = TRUE, fill = !'klank.lines.skip,
strip.white = FALSE, blank.lines.skip = TRUE,
comment.char = "§",
allowEscapes = FALSE, flush = FALSE,
stringshAsFactors = default.stringsAsFactors(),
fileEncoding = "7, encoding = "unknown™, text, skipNul = FALSE)
read.cav(file, header = TRUE, sep = ",", dquote = "y\mm,
dec =", ", fill = TRUE, comment.char = "7, _..}
read.cav2 (file, header = TRUE, =sep = ":", gquote = "\7w,
dec = " ", fill = TRUE, comment.char = """, ...}
read.delim(file, header = TRUE, sesp = "\t", gquote = "\mm
dec =", ", fill = TRUE, comment.char = "7, _..}
read.delimz (file, headesr = TRUE, s=p = "\t", quote = "\mm_

dec = ", ",  fill = TRUE, comment.char = "7, ..}
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HBuEER T = Rl exce RS RcsviET, FIESE SR SAEFAREEread. covisill
EliEERFpackage B EE =T excelIhEE riNiRgdata Bread xls
https:/Awww.zhihu.com/question. .. V2 - BETREE

RIEESMEXCELZIE - CSDNiEgzE

2017=6H9E - SFE TS ERREEEEEEN R Fexcel B2 24T
OutOfMemoryError (Java): GC overhead limit exceeded IFEEHIEE. EE 7E-T-REA

blog.csdn.netiqq_35242 . - - i
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jingyan.baidu.com
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» CRAN - Package xlsx

» awalker89/openxlsx - GitHub

« CRAN - Package RODBC j&iTd odbcConnectExcel2007 iEZERIxlsx=E, #AEBEISQLEE
=aaIEdE
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LERRERIFRES

install.packages("tidyverse")
install.packages("devtools")

devtools::install _github("tidyverse/readxl|")

REZEAKA
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SERE(EMIRAA

FHARE:
library(tidyr)
library(dplyr)
library(ggplot2)

==yl
?ggplot2
help(ggplot2)

??(ggplot2)
vignette(ggplot2)
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“Happy families are all alike; every unhappy family is
unhappy in its own way.” — Leo Tolstoy

“Tidy datasets are all alike, but every messy dataset
is messy in its own way.” — Hadley Wickham

http://r4ds.had.co.nz/tidy-data.html
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ARG &R

country year cases population
Afghanistan 199¢ 7145 199¢
Afghanistan 200C 2666 7 36(
Brazil 1999 37737 172006362
Brazil 2000 80488 174504809¢
China 1999 21225¢

China 2000 213766 1280428582

country year type
Aféﬂanistan iééf caéés
Afghanistan 1999 population
Afghanistan 2000 cases
Afghanistan 2000 population
Brazil 1999 cases
Brazil 1999 population
Brazil 2000 cases
. . . Brazil 2000 population
- , _ s _ China 1999 cases
Afghanlstan - ?45/1998?0?1 - China 1999 population
Afghanistan ) 2666/20595360 11 China 2000 cases
Brazil 9 37737/172006362 L2 China 2000 _population
Brazil ) 80488/174504898
China 9 212258/1272915272

China ) 213766/1280428583

country rate

1
2
3
-
5
6
7
8
9
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ggplot2{EARZE

&iE
ggplot (data = ) + e 'IreCIUired
Y = GEOM FUNCTION Y T <MAPPINGS> )
FITER stat = <STAT>, position = S R1E) + Not
LR (<COORDINATE_FUNCTION>Ea L required,
HH (<FACET_FUNCTION> & defaults
supplied

E <SCALE_FUNCTION> A
E 3] <THEME_FUNCTION>
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& ( Data ) f1lRET ( Mapping)

ke N L]
wmhi 1T e FE FE HERE M X y Z
0.71 Very Good H SI1 62.5 60 2096 5.68 5.75 3.57
0.79 Premium H Sl 61.8 59 2275 5.97 5.91 3.67
1.03 Ideal F SI1 62.4 57 6178 06.48 6.44 4.03
0.5 Ideal VS2 62.2 54 1624 5.08 5.11 3.17
0.27 Ideal E VS1 61.6 56 470 4.14 4.17 2.56
0.3 Premium E VS2 61.7 58 658 4.32 4.34 2.67
0.56 Very Good G SI2 62.8 58 1091 5.19 5.23 3.27
1.05 Very Good J SI1 62.5 58 4199 6.47 6.52 4.06
0.32 Ideal E VS2 62.1 54 900 4.42 4.4 2.74
diamondz&3EEE 2




& ( Data ) f1lRET ( Mapping)

data("diamonds")

set.seed(42)

small <- diamonds[sample(nrow(diamonds),1000),]
p <- ggplot(data = small)

p + geom_point(mapping=aes(x=carat, y=price))

ISR R | (EBRSTEIY i
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& ( Data ) f1lRET ( Mapping)

p <- ggplot(data = small)
p + geom_point(mapping=aes(x=carat, y=price, SR
shape=cut)) ' 5 e
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& ( Data ) f1lRET ( Mapping)

p <- ggplot(data = small)
p + geom_point(mapping=aes(x=carat, y=price, .
colour=cut)) i

''''''''

IIIII

'..'\"‘-_’I:J‘t s 3 '.-’ , P
Py .
b1

. ] '
]
IERTE

BATLUS ) TIREI R RAYEE 3



JREIPSES

400-

3oo-

E

a EUU'

100 -

Fa|r Gnnd Wery Gnnd F'remmm Ideal
cut

36



NS ( Geometric )

=z ns:

BURIE] =} geom_point
k= % geom_line
EIRE] E(DEETE) geom_bar
BA B (1EETE ) geom_ histgram
FEZLE B (INEEE ) geom_boxplot

geom abline geom area geom bar geom bin2d geom blank geom boxplot geom contour
geom crossbar geom density geom density2d geom dotplot geom errorbar

geom errorbarh geom fregpoly geom hex geom histogram geom hline geom jitter
geom line geom linerange geom map geom path geom point geom pointrange

geom polygon geom quantile geom raster geom rect geom ribbon geom rug
geom_segment geom smooth geom step geom text geom tile geom violin geom vline
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fRE (scale)

IS 2R B B IERIRRET
PR R RS IR IN T L AT LARREIROZRES © GUR0KN | BRE , (IEEE.
PRRB AT IRME TIEERIFMERNTE | AA4RHFIE 5]
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15000 - j AT IS X0
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&%, .
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L) . 10 &
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stat abline stat contour stat identity stat summary stat bin stat density
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stat summary hex stat bindot stat ecdf stat smooth stat unique stat binhex

stat function stat spoke stat vline stat boxplot stat hline stat sum
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YMRZRSGE ( Coordinante)

%ﬁ%éﬁ} FHIAATRI |, ATLUAITRHR | BIANXYIMERLS | 65 R/RBIRFIIRALTREEIR | LUBER(IRSIPE
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PE(facet)

AEA IR HRREMEERSEY |, WEERIToE , AR

ggplot(small, aes(x=carat, y=price))
+geom_point(aes(colour=cut))
+scale_y 10g10()

+facet wrap(~cut)+stat_smooth()

10000 -

1000 -

price

10000 =

1000 -

Fair

Pramium

Good

|deal

carat

Very Good

. ¥

cut
Fair
¢ Good
* Very Good
* Pramium

[deal
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price

Fi(theme): iLEIEIFE

—IKIFERNERFEEZNTEHTE

Fair Good

10000 -

1000 -

Premium Ideal

10000 -

1000~

1 2 1 2
carat

ggtheme: FR{HE ZRYE /LR
ggsci: LR{RRYECEBIRHESE

Hll , AR, FFRKN | AAEREH

Very Good

cut
Fair
* Good
* Very Good
* Premium

Ideal

cut

Fair

Premium

Fair

* Good

BRI SIITER

* Very Good *

Good

Ideal

Premium

Ideal

Very Good

42



a{ERggplot2EFIRE HRZEE]

Normal <= ¢(0.83, 0.79, 0.99, 0.69)

Cancer <- c(0.56, 0.56, 0.64, 0.52)

m <- c(mean (Normal), mean (Cancer))

s <- c¢(sd(Normal), sd(Cancer))

d <~ data. frame (V=c ("Normal”, ”“Cancer”), mean=m, sd=s)

d$V <- factor (d$V, levels=c ("Normal”, “Cancer”))

p <{- ggplot(d, aes(V, mean, fill=V, width=.5))

p {- ptgeom errorbar (aes(ymin=mean, ymax=mean+sd, width=.2),
position=position dodge (width=.8))

p <~ p + geom bar(stat="identity”, position=position dodge (width=.8), colour="black”)
p <~ p + scale fill manual (values=c ("grey80”, “white”))

p <~ p + theme bw() +theme (legend. position="none”) + xlab(””) + ylab(””)

p <~ p + theme(axis. text.x = element text (face="bold”, size=12), axis.text.y =
element text (face="bold”, size=12))

p <~ ptscale y continuous (expand=c(0,0), limits=c(0, 1.2), breaks=seq(0, 1.2, by=.2))
p <{- ptgeom segment (aes (x=1, y=.98, xend=1, yend=1.1))

p <{- ptgeom segment (aes (x=2, y=.65, xend=2, yend=1.1))

p <{- ptgeom segment (aes(x=1, y=1.1, xend=2, yend=1.1))

/7 /” 7 N\

) M b M )

ABSRIR : https://guangchuangyu.github.io/cn/2014/05/use-ggplot2/
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{R1FRkPDF

ggsave("test.pdf",p)
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‘.E__l Springer

R Graphics. Second Edition
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